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Short Communication
In the last decade a new sub discipline of genetics had 

emerged, the DNA Genealogy [1,2]. The authors [3] confirmed 
the stochastic character of mutations in non-recombining parts 
of DNA in the Y chromosome, which is inherited along the male 
line, i.e. from father to sons only. This inheritance is not affected 
by changes in the living space, language, culture etc. The authors 
[3] demonstrated the first-order kinetics of mutations in the Y 
chromosome, presented the independently calibrated mutation 
rate constants, which are valid for different haplogroups and 
lineages. They presented the way of calculating time spans to 
the common ancestors.

They presented many new data about the time and direction 
of past events, published in several papers by Klyosov [4-9] 
as well as a large number of papers in Вестник Российской 
Академии ДНК-генеалогии [Proceedings of the Russian 
Academy of DNA Genealogy] and Вестник Академии ДНК-
генеалогии [Proceedings of the Academy of DNA Genealogy], 
which are accessible at http://dna-academy.ru/proceedings/, 
and a lot of them at http://pereformat.ru/. There was published 
by Klyosov (et al.) also a number of books, mainly in Russian. 

In this plentitude of publications several comparisons 
were made between the data provided by the DNA Genealogy  
and by other disciplines. Based on these comparisons, several 
improvements in understanding of data of other disciplines were 
suggested. One example is the admonition by Klyosov written in  

 
a lot of their contributions, i.e. [4,5,7,9], addressing the times of 
living in particular localities as well as the times and directions 
of migrations of peoples having the Y Chromosome haplogroups 
R1a and R1b in Eastern Europe and Central Asia, as presented by 
the differences in their haplotypes and/or subclades. 

According to them, see [4,5], the haplogroup R1b people 
arrived from Central Asia to the Middle Volga River region about 
13,000 years ago, forming there the pre-Kurgan and Kurgan 
cultures, expanding south towards the Caucasus Mountains 
and beyond them around 6,000 years ago. Those who remained 
north of the Caucasus Mountains formed later the Yamna Culture. 
Those who passed beyond the Caucasus Mountains expanded 
gradually across Egypt into the Central Africa resp. across the 
northern Africa onto the Iberian Penninsula and from there 
after about 4,800 years ago across the Western Europe. These 
people are the ancestors of most of present West-Europeans. 
The subclades of the Yamna Culture people are different from 
those of West-Europeans, although they derive from the same 
ancestors. The Yamna subclades are observed at present people 
outside the Yamna region mainly to the south and neither east 
nor west. This shows that the Yamna people did not expand 
west into Europe or east into the Central Asia but south till 
Mesopotamia. However, the Yamna people expanded south later 
than those who expanded to Western Europe. These data led also 
to the conclusion that the Kurgan Theory and the Pontic Steppe 
Theory of the Indo-European origin failed completely.
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According to Klyosov written in several of their contributions, 
i.a. [7,9], the haplogroup R1a people arrived Europe from Central 
Asia during the expansion of agriculture. In the late Neolithic 
they resided in Central Europe [10]. On the attacks of the R1b 
people around 4,500 years ago part of them took flight to the 
Russian plane and from there they expanded towards east and 
south, into the northern China, Iran, Near East, India. On this 
way they replaced in some previous settlements the R1b people 
and formed new ones. So the distribution of haplotypes and/
or subclades of present people and of ancient people helps to 
understand properly who expanded where and when.

The DNA Genealogy data presented by Klyosov were 
collected, illustrated and compared to data from other 
disciplines [11-14]. From these comparisons emerged i.a. a 
quite different view regarding the origin of Indo-Europeans and 
of the times when particular European linguistic groups started 
to be formed. The Proto-Slavic appeared to be the aboriginal 
European and Proto-Indo-European from the Paleolithic on, 
whereas the other European language groups formed later, as 
a result of immigrations of peoples of dissimilar origins. These 
comparisons led also to the conclusion that the Paleolithic 
Continuity Paradigm gave a too generalized explanation not 
supported by other data. 

At the present stage of technique, it would be mandatory to 
determine the as complete as possible Y Chromosome sequences 
and to make available to the DNA Genealogy specialists all the 
SNP and STR data that could be traced in them. The differences 
in these subclades and/or haplotypes as well as the time spans 
to the common ancestors calculated from the SNP and STR data 
would be the anchor points for synergistic interdisciplinary 
evaluations of data were also archaeology, anthropology, 
ethnology, linguistics, paleogeology, etc. would be involved. 
Such a synergistic evaluation based on data and not on past 
interpretations would enable better understanding of our 
prehistory.
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